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Imputation       vs.      QSAR prediction
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Results Imputation
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Data: Ames mutagenicity test dataset (6 bacteria strains ±S9 mix for metabolic activation)

Box: 20 independent runs with different random seed on the same test set



Highlights Poster

• Train/Test splitting for imputation

• Imputation model details (Feature Net + Macau)

• Results (Ames + Tox21)
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